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GAAT TCAT CAGG CACG AGTT TGTG CCCG ACTC GATG GTGA TCAG GAGA GACG AGCG AGAT 60

CGGC GGTG TTACTTCTTTTA CTCT CATC CTAG ATCG ACTC TACC GTAT GCGG TTTT GTTC 120
ACGT TGCCCGAC AGGCTTGC AAACATTGATTGTCCG GGTG GCGG CGAC GACAAAAT AAAT 180
TTAT ACCA ACACTGCA CCGT TAAACGGG GAGCCGTC ATGC TCGC CGCC G ACG CCGA TGTC 240
ATTA CGTACCGA AACGCGAT CGAT CACAATATTGTT GTGC CAGATTTT GTACAAAAATTT 300
TTAT TTGC TAATGAATAATAAACT TTTGAAAAAAAATTGT GTTTTTTA ATAATTTA TGTA 360
CCAG AGCAGCGG ATCA CCGG CTGC GAACCGTGCATT CCCA CAAAATAC ATGAACGG AGCA 420
TTGA TCAATTTG AAAACTAT CATA AGTATAAAGATT ATGA CGAG ACTG GACATGAC GGGA 480
CCGC CGCC GGAGATCACGCG ATTC CAGC GCAT ACCA AAAGCAGAAACG TTAGAATCTGAT 540
CGAC TAGCGGTGTGCGGTTT CGTT CAGAGTTG GCCA TGAT CCGA TTGT GTCG TTCG GTGT 600
ACGC GTGA AACT CGGC GCGC GTGT ACATGGCGCTCG ACGC GAGA GCCG CGCC CACG AGCG 660
TGAT CTCG TCAAAATCGGAC ACGG GCTCGTCC TCTT CCCA GAGCAACAGTTG TCCG TCCG 720
AATT GACT TCTA AACCGTTC AAGT ATTCCCAT ATGT AGAG CATC GAGT CGAG TTGG TATT 780
CGTC CATG TCTT CGACCATG TCGC CAAAAAACATCG GTTC AAACTCTA TCAT GTCT CTGC 840
TGCC TTCGCCCA TGGATTCA TAGT ACGAGATCAGAAACGA ATCG ACCA GATCGTCG GGAA 900
ATTC TCGCGGAAACATGTTG TTGT AACCGAAC GGAT CC 938

1 SINPV Xhd P BamH -Eco R
Fig- 1 Nucleotide sequences of BamH -EcoRl  fragment of SINPV Xhol fragment P

internet  BLAST  GenBank database R
597 839nt  AcNPV p74 ( ) 224~ 466 nt 6o
. 858 938nt  ACNPV p74 488~ 568 nt 9% (2).
574 837 nt  Choristoneura fumiferana NPV (Cf NPV) p74 201~ 464 nt
6o R 839~ 938 nt CfNPV p74 469~ 568 nt

7% . , Bombyx mori NPV (Bm NPV)  Orgyia pseu—

do

tsugata NPV (OpNPV) p74 58%~ T80 ) GenBank

597 GTGTACGCGTGAAACTCGGCGCGCGTGTACATGGC GCTC‘G AC‘G‘CGAGAGCCGC G‘C‘C‘C‘ACGAGC G

224 GTGTACTGCATAAACTCCATGCGAGTGTATAGCGAGCTAGTGGCTAACGCTTGCCCCACCAAAG

TGATCTCGTC TCGGACACGGGCTCGTCCTCTTCCCAGAGC CAGTTGTCCGTCCGAATTGACTT
| TEETRANANT | FECTRRTETTAE GACACGAAGAGTTCTAGOTCAGAA TG AGT

TAGATTCGTCAAAATCCTCAATTTCATCACCCTCCTCCAAGTTTAACATTTGGCCGTCGGAATTAACTT

‘C‘T‘A‘A‘ACCGT T‘C‘AAG‘T‘AT‘T‘CC C‘A‘T‘ATG‘T AG‘AGC‘ATC‘G‘AG‘T‘CG‘AGT TG‘GTAT‘T‘CG‘T‘CC ATGTC‘T‘T‘ C‘G‘A‘C
CTAAAGATGCCACATAATCTAATAAATGAAATAGAGATTCAAACGTGGCGTCATCGTCCGTTT CGAC

‘C‘A‘TG‘T‘CGCC‘A‘A‘AA‘A‘A‘C ATC‘G‘GT TC‘A‘A‘A‘C‘T‘C‘T‘A‘TC‘A‘TG‘T‘C‘T‘C‘T‘G 839
CATTTCCGAAAAGAACTCGGGCATAAACTCTATGATTTCTCTG 466

858 ‘T‘C‘AT‘A‘G‘T‘A‘C‘GA GA‘T‘C‘ A‘G A‘A‘A‘C‘GAAT CGAC‘ C‘A GA‘T‘C‘G‘ T‘C‘G‘ G‘G‘A‘A‘A T‘T‘C T‘C‘G‘C‘G‘G‘A‘A‘A‘C‘A‘T
488 TCAAAGTACGCAGTCAGGAACGTGCGCGACATGTCGTCGCGGGAAACTCGCGCGGAAACAT

GTTGTTGTAACCGAACGGATCC 938

GTTGTTGTAACCGAACGGGTCC 568

2 Xhd P BamH EwR () ACNPV p74 ()
Fig. 2 Alignment of the partial nucleotide sequences of Bam H —£wH fragment of Xhd

fragment P(above) with that of AcNPV p74 gene open reading frame(below)
, 55F 841 nt AcNPV P74 585
491 4%o 7% , 854 937 AcN PV

P74 485 458 3% 8% (3. 55 841 nt 851
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937 nt OpNPV P74 584~ 490 485 457 50%
7% 106 8% . 74
\ (374~ 938nt) SINPV P74 C-

841 SRDMIEFEPM FFGDMV EDMDEYQLDSM LYIWEYLNGLEV NSDGQLLLW EEDEPV SDFDEITLV GA
SR+ IEF P FF + MVE D+ + S5 v+ o+ ¥ LEVNSDGQ L EE+ + DFDE TLVG
491 SREI IEFMPE FFSEMV ETD DDATFESLF HLLDYV ASLEV NSDGQM LNLEEGDEIE DFDESTLV GQ

ALASSAMY TRAEFHAY TERHN RIM ANSERN 557
ALA $+ YTR EF YT R N +++ ++ N
ALATSSLYTRM EFM QY TFRQN TLLSM NKIN 585

937 DPFGYNNM FPREFPDDLVDSFLISYYES 854
DPFGYNNM FPREFPDD+ + FL + Y+ ES
458 DPFGYNNM FPREFPDDMSRTFLTAYFES 485

3 BamH -EcoR (557 841, 854 937) ( )
AcN PV P74 ( )
Fg. 3 Alignment of the amino acid sequences (above) derived from partial nucleotide sequences

(557~ 841,854~ 937) of BamH -EcoR fragment with that of 4cNPV P74 protein(below)
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Cloning and Sequencing of p 74 Gene of
Spodoptera litura Nuclear Polyhedrosis Virus

Chen Shangwux Wei Yongjie Long Qingxin Xu Anlong Wang Xunzhang

Abstract Based on Southern blot hybridization at low stringency using the Autographa
califonica nuclear polyhedrosis virus (AcNPV) p74 gene as heterologous probe (EcoH
fragment P of AcNPV DN A containing partial p 74 gene), the p 74 gene of Spodoptera litu—
ra NPV (SINPV) were localized on the Xhol fragment P (4 900 bp) of the physical map
of the viral genome. A 938 nt fragment (BamH FcoR ) of Xhol fragment Pwas sub-
cloned and sequenced- Two fragments, 243 nt and 81 nt, from the determined sequence,
shared 600 and 7% nucleotide identity with AcNPV p74 gene respectively. Another two
fragments, 264 nt and 100 nt, shared 600 and 7Po nucleotide identity with Choristoneura
Sfumiferana NPV (CfNPV) p74 gene respectively. Partial sequence of the 938 nt fragment
showed 58 ~ 78 nucleotide sequence homology to Bombyx mori NPV (BmNPV) and
Orgyia pseudotsugata NPV (OpNPV) p74genes. Amino acid sequence encoded by the par—
tial determined nucleotide sequence shared high amino acid sequence similarity with
AcNPV and Op NPV P74 proteins. The results indicate that the partial sequence of the 938
nt fragment is the SINPV P74 protein coding sequence.
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